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Ian Jeffery specializes in Bioinformatics and Biostatistics, providing advice and assistance in 

statistical aspects of clinical research. He is familiar with both observational and interventional 

methodology and has been shown to be efficient at covering a wide range of disciplines, while 

coordinating analysis efforts across multiple ongoing research projects. 

He has experience with observational studies, analysing prospective cohort studies with 

appropriate assessment of confounding factors, interactions, goodness of fit and diagnostic 
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diagnostic questionnaires, clinical trial designs, sample size calculations and the analysis and 

interpretation of data and preparation of clinical reports. He is familiar with meta-analytical 

regression methods, analysis of genetic data, metabolomics data, and experience in the design 

and reporting of statistical analysis plans for submission to regulatory authorities. 
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