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Education and Employment 

• 1989  degree in veterinary science, FU Berlin 

• 1990-1994 Doctoral student at the Institute of Animal production, TU Berlin; Dr. rer. nat. 

• 1994-1996  Scientific assistant at the Institute of Animal production, HU Berlin 

• 1996-2004  Scientist/senior scientist at the Institute of Animal science, Bonn; 

• 2002   Habilitation, venia legendi Animal Breeding and Genetics, University of Bonn 

• since 2004  Head of the Institute for Genome Biology at the FBN 

Main Field of Research 

Farm Animal Genomics: identification of molecular pathway and mechanisms, and genes affecting 

traits related to animal health or meat quality by integrating genome-wide association studies 

with holistic expression profiling and analyses of candidate genes 
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